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wa, Okabe, Shirakura, 795

cold adaptation mechanism, 3-isopropyl-
malate dehydrogenase, structure-function
relationship, thermodynamics, thermo-

philic enzyme, Yasugi, Amino, Suzuki,
Oshima, Yamagishi, 477

collagen-binding, epidermal growth factor;
fibronectin, fusion protein, wound healing,
Ishikawa, Terai, Kitajima, 627

common ancestor, archaeon (archaebacte-
rium), 3-isopropylmalate dehydrogenase,
protein stability, Sulfblobus, Miyazaki,
Nakaya, Suzuki, Tamakoshi, Oshima,
Yamagishi, 777

comparative biochemistry, disintegrin, Echis
carinatus, snake venom, taxonology, Okuda,
Nozaki, Sekiya, Morita, 615

complex formation, amphotericin B, ergo-
sterol, lysophosphatidylcholine, micelle,
Kawabata, Onda, Mita, 725

confbcal laser scanning microscopy, CD63,
degranulation, green fluorescent protein,
RBL-2H3 cell, Amano, Furuno, Hiroshima,
Ohyama, Nakanishi, 739

conformational restoration, alkahne-stability,
autolysis, serine protease, surface region,
Maeda, Mizutani, Yamagata, Ichishima,
Nakajima, 675

connectin/titin, calpain, calcium, C2-domain,
EF-hand motifi Sorimachi, Suzuki, 653

consensus sequence, Delta, endothelial cells,
Notch, Yoneya, Tahara, Nagao, Yamada,
Yamamoto, Osawa, Miyatani, Nishikawa,
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COS cells, CHO cells, Fab fragments, high-
affinity IgE receptor, humanized antibody,
Takai, Okumura, Ra, Yokota, Okumura, 5

cotransport, Citrobacter freundii, frameshift
mutation, lactose, melibiose, Shimamoto,
Shimamoto, Xu, Okazaki, Kawakami,
Tsuchiya, 607

cryoprotection, Bombyx mori, freezing toler-
ance, repetitive sequence, sericin, Tsuji-
moto, Takagi, Takahashi, Yamada, Naka-
mori,979

crystal structure, butanediol dehydrogenase,
chiral recognition, KlebsieUa pneumoniae,
short-chain dehydrogenase/reductase fam-
ily, stereoisomer, Otagiri, Kurisu, Ui, Taku-
sagawa, Ohkuma, Kudo, Kusunoki, 205

—, dissociation-association, glucose dehydro-
genase, short-chain dehydrogenases/reduc-
tases, subunit interaction, Yamamoto, Kuri-
su, Kusunoki, Tabata, Urabe, Osaki, 303

—, a-amylase, cyclodextrin, enzymatic gluco-
side hydrolysis, site-directed mutagenesis,
Kondo, Ohtaki, Tbnozuka, Sakana, Kami-
tori, 423

—, binding diversity, noncovalent inhibitor,
trypsin, Tomoo, Satoh, Tsuda, Wanaka,
Okamoto, Hijikata-Okunomiya, Okada,
hhida, 455

—, a-amylase, Bacillus stearothermophilus,
Ca*+-binding, thermostability, Suvd, Fuji-
moto, Takase, Matsumura, Mizuno, 461

—, cydodextrin glucanotransferase, 1-deaxy-
nqjirimycin, protein-sugar complex, inhibi-
tor, Kanai, Haga, Yumane, Harata, 593

CTLL-2, Bd-2, caspase-3, ISP-1, sphingosine,
Yamaji, Nakamura, Takematsu, Kawasaki,
Kozutsumi, 521

cyclic and linear peptides, a-amylase inhibi-
tory activity, circular dichroism, protease re-
sistance, tendamistat, Ono, Umezaki, Tbjo,
Hashimoto, Taniyama, Kaneko, Fujii, Mori-
ta, Shimasaki, Yamazaki, Yoshimura, Koto,
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cydodextrin, a-amylase, crystal structure, en-

zymatic glucoside hydrolysis, site-directed
mutagenesis, Kondo, Ohtaki, Tbnozuka,
Sakano, Kamitori, 423

cydodextrin glucanotransferase, crystal struc-
ture, l-deoxynojirimydn, protein-sugar
complex, inhibitor, Kanai, Haga, Yamane,
Harata, 593

CYP51, azole-antifungal agents, moleculer
modeling, point mutation, sterol 14-demeth-
ylase P450, Nitahara, Kishimoto, Yabusaki,
Gotoh, Yoshida, Honuchi, Aoyama, 761

Cys374, actin, fluorescence resonance energy
transfer, Yasunaga, Wakabayashi, 201

cytochrome 66, astidian, budding-specific ex-
pression, cDNA, recombinant protein, Yubi-
sui, Takahashi, Takabayashi, Fujiwara,
Kawamura, 709

cytochrome c, AAPH, apoptosis, caspase-3,
cathepsin, Ishisaka, Kanno, Akiyama,
Yoshioka, Utsumi, Utsumi, 35
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DAF, codon usage, transgenic animal, Miya-
gawa, Yamada, Matsunami, Koresawa,
Ikawa, Okabe, Shirakura, 795

DDAB lipid vesicle, cationic lipid, gene trans-
fer, protamine, retrovirus, Mizuarai, Ono,
You, Kamihira, Iijima, 125

DEC1, bHLH, cAMP, chondrocyte, gene struc-
ture, Teramoto, Nakamasu, Noshiro, Matsu-
da, Gotoh, Shen, Tsutsumi, Kawamoto, Iwa-
moto, Koto, 391

degranulation, CD63, confocal laser scanning
microscopy, green fluorescent protein, RBL̂
2H3 cell, Amano, Furuno, Hiroshima, Oh-
yama, Nakanishi, 739

delayed-type hypersensitivity, differential dis-
play analysis, guinea pig, skin, tryptopha-
nyl-tRNA synthetase, Yang, Nakada-Tsu-
kui, Ohtani, Goto, Yoshimura, Kobayashi,
Watanabe, 561

Delta, consensus sequence, endothelial cells,
Notch, Yoneya, Tahara, Nagao, Yamada,
Yamamoto, Osawa, Miyatani, Nishikawa,
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l-deoxynojirimydn, crystal structure, cydo-
dextrin glucanotransferase, protein-sugar
complex, inhibitor, Kanai, Haga, Yamane,
Harata, 593

development, ABC transporter, antibiotic,
Myxococcus xanthus, sporulation, Kimura,
Yamanishi, Tbkumasu, Terasaka, Yoshi-
nobu,35l

diabetic complications, hyperglycaemia, meth-
ylglyoxal, thiamine, triosephosphates, Thor-
naUey, Jahan, Ng, 543

ctiaphorase activity, flavoprotein domain of
gp91phox, NBT reductase activity, Han,
Nisimoto, Lee, Kim, Lambeth, 513

differentia] display analysis, delayed-type
hypersensitivity, guinea pig, skin, trypto-
phanyl-tRNA synthetase, Yang, Nakada-
Tsukui, Ohtani, Goto, Yoshimura, Ko-
bayashi, Watanabe, 561

differentiation, BRG1, BRM, chromatin re-
modeling factor, neural precursor cell,
Machida, Murai, Miyake, Iijima, 43

dioxygen reduction, laccase, multicopper axi-
dase, trinudear Cu center, Zoppellaro,
Sakurai, Huang, 949



INDEX TO KEY WORDS x u i

D (cont'd)

dipeptidyl peptidase H (DPP II), cDNA and
identification, quiescent cell proline dipepti-
dase (QPP), rat kidney, Araki, Li, Yama-
moto, Haneda, Nishi, Kikkauxi, Ohkubo,
279

dipeptidyl peptidase IV, brain-specific protein,
DPPX, DPPX-L, DPPX-S, Kin, Misumi, Ike-
hara,289

directed evolution, protein design, protein
engineering, domain motion, Shimotohno,
Oue, Yano, Kuramitsu, Kagamiyama, 943

disintegrin, comparative biochemistry, Echis
carinatus, snake venom, taxonology, Okuda,
Nozaki, Sekiya, Moriia, 615

dissociation-association, crvstal structure, glu-
cose dehydrogenase, short-chain dehydro-
genases/reductases, subunit interaction,
Yamamoto, Kurisu, Kusunoki, Tabata, Ura-
be, Osaki, 303

disulfide bond, amino acid sequence, fatty
acid—binding protein, fish, Lateoiabrax
japonicus, Odani, Baba, Tsuchida, Aoyagi,
Wakui, Thkahashi, 69

disulfide bonds, protein cross-linking, protein
disulfideisomerase, oxidative refolding,
thermal unfolding, Goo, Mehta, 179

DNA bending, DNA kinking, DNA unwinding,
HMG box, HMG2 protein, Nakamura,
Yoshioka, Shirakawa, Yoshida, 643

DNA binding, homologous recombination, nu-
cleotide cofactor, Rad51 protein, RecA pro-
tein, Kim, Maraboeuf, Kim, Shinohara,
Takahashi, 469

DNA-binding domain, bacterial signal trans-
duction, OmpR-family of proteins, tran-
scriptional regulator, two-component sys-
tem, Itou, Tanaka, 343

DNA kinking, DNA bending, DNA unwinding,
HMG box, HMG2 protein, Nakamura,
Yoshioka, Shirakawa, Yoshida, 643

DNA ligase, base pair mismatch, DNA se-
quencing, mutagenesis, nick-ligatdon, Chere-
panov, YUdirim, de Vries, 61

DNA polymerase 8, cdc27, monoclonal anti-
body, PCNA, reconstituted enzyme, Shi-
kata, Ohio, Yamada, Obuse, Yoshikawa,
Tswrimoio, 699

DNA sequencing, base pair mismatch, DNA
ligase, mutagenesis, nick-ligation, Chere-
panov, YUdirim, de Vries, 61

—, amino acid sequence, molecular cloning,
monoacylglycerol lipase, thermostable en-
zyme, Kitaura, Suzuki, Imamura, 397

DNA topoisomerase HI, Bloom's syndrome,
RecQ helicase, Sgsl, Werner's syndrome,
Enomoio, 501

DNA unwinding, DNA bending, DNA lrinlring
HMG box, HMG2 protein, Nakamura,
Yoshioka, Shirakawa, Yoshida, 643

dolichol, AMinked giycoprotein biosynthesis,
polyprenol, polyprenol reduction, reduc-
tase, Tateyama, Sagami, 297

domain motion, directed evolution, protein
design, protein engineering, Shimotohno,
Oue, Yano, Kuramitsu, Kagamiyama, 943

domain movement, aminotransferase, hyper-
thermophilic enzyme, Pyrococcus horikoshii,
substrate recognition, lira, Harata, Matsui,
Kuramitsu, 173

down regulation of iNOS, iNOS, NO, Oct-L

Lee, Kim, Kong. Kim, Pyun, Choi, 77
DPPX, brain-specific protein, dipeptidyl pepti-

dase IV, DPPX-L, DPPX-S, Kin, Misumi,
Ikehara,2S9

DPPX-L, brain-specific protein, dipeptidyl
peptidase IV, DPPX, DPPX-S, Kin, Misumi,
Ikehara,2S9

DPPX-S, brain-specific protein, dipeptidyl
peptidase IV, DPPX, DPPX-L, Kin, Misumi,
Ikehara, 289

DRM, FCERI, Lyn, methyl-fl-cyclodextrin,
RBL-2H3, Yamashita, Yamaguchi, Mura-
kami, Nagasawa, 861

drug resistance, epitope, exporter, monoclonal
antibody, tetracycline, Nada, Murakami,
Okamoto, Kubo, Yamaguchi, 87

DSC, cholesterol, fluorescence, interdigitation,
16:0LPC/DPPC, X-ray diffraction, Lu, Hao,
Chen, 891

DT40 cells, chromatin structure, histones, his-
tone-modifying enzymes, transcription reg-
ulation, Nakayama, Takami, 491

E

Echis carinatus, comparative biochemistry,
disintegrin, snake venom, taxonology, Oku-
da, Nozaki, Sekiya, Morita, 615

EF-hand motif, calpain, calcium, C2-domain,
connectin/titin, Sorimachi, Suzuki, 653

EGF, immobilized growth factor, juxtacrine,
matricrine, PC12, Ito, Chen, Imanishi,
Morooka, Nishida, Okabayashi, Kasuga,
733

egg mass, 2-AEPn, Aplysia kurodai, phospho-
noglycosphingolipid, SIMS, Araki, Yamada,
Abe, Waki, Kon, Itonori, Sugita, Ando, 93

electric dipole moment, electrostatic force,
electrostatic potential, -r-aminobutyric acid,
glutamic acid, Odai, Sugimoto, Hatake-
yama, Kubo, Ito, 909

electron microscopy, Apafl, apoptosis, mito-
chondria, necrosis, Miyazaki, Yoshida,
Sasaki, Hara, Kimura, Mak, Nomoto, 963

electrostatic force, electric dipole moment,
electrostatic potential, 7-aminobutyric acid,
glutamic acid, Odai, Sugimoto, Hatake-
yama, Kubo, Ito, 909

electrostatic potential, electric dipole moment,
electrostatic force, 7-aminobutyric acid, glu-
tamic acid, Odai, Sugimoto, Hatakeyama,
Kubo, Ito, 909

ELJSA, antibody, PAK, peptdde, phosphoryla-
tion, Yu, Chang, Chan, Chen, 243

emerin, Emery-Dreifuss muscular dystrophy,
lamin, nuclear envelope protein, nuclear
matrix, Sakaki, Koike, Thkahashi, Sasa-
gawa, Tbmioka, Arahata, Ishiura, 321

Emery-Dreifuss muscular dystrophy, emerin,
lamin, nuclear envelope protein, nuclear
matrix, Sakaki, Koike, Takahashi, Sasa-
gawa, Tbmioka, Arahata, Ishiura, 321

endo-^-iV-acetylglucosaminidase, asparagine-
linked oligosaccharides, endoglycosidase,
Streptococcus pneumoniae, virulence, Mura-
matsu, Tbchikui, Ushida, Song, Qiu, Yama-
moto, Muramatsu, 923

endoglycosidase, asparagine-linked oligosac-
charides, endo-fJ-N-acetylglucosaminidase,
Streptococcus pneumoniae, virulence, Mura-
matsu, Tachikui, Ushida, Song, Qiu, Yama-
moto, Muramatsu, 923

endothelial cells, consensus sequence, Delta,

Notch, Yoneya, Tahara, Nagao, Yamada,
Yamamoto, Osawa, Miyatani, Nishikawa,
27

enzymatic glucoside hydrolysis, a-amylase,
cyclodextrin, crystal structure, site-directed
mutagenesis, Kondo, Ohtaki, Tbnozuka,
Sakana, Kamitori, 423

epidermal growth factor, collagen-binding,
fibronectin, fusion protein, wound healing,
Ishikawa, Terai, Kitajima, 627

epidermis, 14-3-3 protein, fatty acid-binding
protein, immunological cross-reaction,
Western blot, Odani, Nakamura, Sato,
Fujii, 213

epitope, drug resistance, exporter, monoclonal
antibody, tetracycline, Nada, Murakami,
Okamoto, Kubo, Yamaguchi, 87

ergosterol, amphotericin B, complex forma-
tion, lysophosphatidylcholine, micelle, Ka-
wabata, Onda, Mita, 725

Escherichia coli, folding, microsomal P450,
proline-rich sequence, Kusano, Sakaguchi,
Kagawa, Waterman, Omura, 259

—, folding, mitochondrial P450, proline-rich
sequence, soluble microbial P450, Kusano,
Kagawa, Sakaguchi, Omura, Waterman,
271

—, codon and base biases, 16S rRNA, second
codon, translation efficienty, Sato, Terabe,
Watanabe, Gojobori, Hori-Takemoto, Miura,
851

estrous cycle, apoptosis, glutathione peroxi-
dase, hydrogen peroxide, prostaglandin,
Nakamura, Ishigami, Makino, Sakamoto,
937

18-ethynyl-ll-deoxycorticosterone, adrenal
gland, aldosterone, mechanism-based inhib-
itors, suicide inhibitors, Matkouic, Gomez-
Sanchez, Cozza, 383

exporter, drug resistance, epitope, monoclonal
antibody, tetracycline, Nada, Murakami,
Okamoto, Kubo, Yamaguchi, 87

expression, leukemia, queuosine, tRNA-gua-
nine transglycosylase, Ishiwata, Katayama,
Shindo, Ozawa, Itoh, Mizugaki, 13

Fab fragments, CHO cells, COS cells, high-
affinity IgE receptor, humanized antibody,
Takai, Okumura, Ra, Yokota, Okumura, 5

fatty acid—binding protein, amino acid se-
quence, disulfide bond, fish, Lateoiabrax
japonicus, Odani, Baba, Tsuchida, Aoyagi,
Wakui, Takahashi, 69

—, 14-3-3 protein, epidermis, immunological
cross-reaction, Western blot, Odani, Naka-
mura, Sato, Fujii, 213

FceRI, DRM, Lyn, methyl-£-cyclodextrin,
RBL-2H3, Yamashita, Yamaguchi, Mura-
kami, Nagasawa, 861

fibronectin, collagen-binding, epidermal
growth factor, fusion protein, wound heal-
ing, Ishikawa, Terai, Kitajima, 627

filamentous structure, module, RNA, second-
ary structure units, secondary structure,
Ishizaka, Ohshima, Yanagawa, 971

firefly luciferase, immobilization, refolding,
SPR sensor, Zako, Harada, Mannen, Yama-
guchi, Kitayama, Veda, Nagamune, 1

fish, amino acid sequence, disulfide bond,
fatty acrid-binding protein, Lateoiabrax
japonicus, Odani, Baba, Tsuchida, Aoyagi,
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Wakui, Thkahashi, 69
flavin, binding system, bovine serum albumin,

frontal gel chromatography, ligand self-
association, Sawada, Ishida, Horiike, 899

flavoprotein domain of gp91phox, diaphorase
activity, NBT reductase activity, Han, Nisi-
mota, Lee, Kim, Lambeth, 513

fluorescence, cholesterol, DSC, interdigitation,
16:0LPC/DPPC, X-ray diffraction, Lu, Hao,
Chen, 891

fluorescence resonance energy transfer actin,
Cys374, Yasunaga, Wakabayashi, 201

—, antisense oligonudeotides, liposome, Sen-
dai virus, Nakamura, Hart, Frank, Mar-
chuk, Shrive, Ota, Taira, Yoshikawa, Kane-
da, 755

fluorescent lipids, lipid bodies, lipid transport,
oleaginous fungi, triacylglycerol biosynthe-
sis, Kamisaka, Noda, 19

folding, Escherichia coli, microsomal P450,
proline-rich sequence, Kusano, Sakaguchi,
Kagawa, Waterman, Omura, 259

—, Escherichia coli, mitochondrial P450, pro-
line-rich sequence, soluble microbial P450,
Kusano, Kagawa, Sakaguchi, Omura,
Waterman, 271

folding intermediate, induction of aggregation,
pre-molten globule, protein aggregation, re-
duced apo-a-lactalbumin, Li, Zhang, Wang,
821

frameshift mutation, Citrobacter freundii, co-
transport, lactose, melibiose, Shimamoto,
Shimamoto, Xu, Okazaki, Kawakami,
Tsuchiya, 607

freezing tolerance, Bombyx mori, cryoprotec-
tion, repetitive sequence, sericin, Tsujwnoto,
Takagi, Takahashi, Yamada, Nakamori,
979

frontal gel chromatography, binding system,
bovine serum albumin, flavin, ligand self-
association, Sawada, Ishida, Horiike, 899

fusion protein, collagen-binding, epidermal
growth factor, fibronectin, wound healing,
Ishikawa, Terai, Kitajima, 627

•y-aminobutyric acid, electric dipole moment,
electrostatic force, electrostatic potential,
glutamic acid, Odai, Sugimoto, Hatake-
yama, Kubo, Ito, 909

G proteins, adenovirus expression system,
mammalian pheromone receptor urine,
vomeronasal organ, Hagino-Yamagishi,
Matsuoka, Ichikawa, Wakabayashi, Mori,
Yazaki, 509

galloyl pedunculagin, cAMP-dependent pro-
tein kinase, casein kinase II, inhibitor of A-
kinase [3, proline-rich protein, Kosuge, Mae-
kawa, SaUo, Tanaka, Kouno, Ohtsuki, 403

gene, catalase, oxidative stress, recombinant,
sulfate-reducing bacteria, Kitamura, Naka-
nishi, Kqjima, Kumagai, Inoue, 357

gene expression, osteoblastic differentiation,
Mizuno, Kuboki, 133

gene structure, bHLH, cAMP, chondrocyte,
DEC1, Teramoto, Nakamasu, Noshiro,
Matsuda, Gotoh, Shen, Tsutsumi, Kawa-
moto, Iwamoto, Koto, 391

gene transfer, catdonic lipid, DDAB lipid vesi-
cle, protamine, retrovirus, Mizuarai, Ono,

You, Kamihira, Iijima, 125
GlcNAc 2-epimerase, active site, binding pro-

tein, renin, site-directed mutagenesis, Taka-
hashi, Takahashi, Kaneko, Ogasawara,
Shindo, Saito, Kawamura, 529

ghoma cells, ctB-crystallin, heat shock factor
(HSF), potassium ion (K*), stress response,
Sadamitsu, Nagano, Fukumaki, Iwaki, 813

glucose dehydrogenase, crystal structure, dis-
sociation-association, short-chain dehydro-
genases/reductases, subunit interaction,
Yamamoto, Kurisu, Kusunoki, Tabata,
Urabe, Osaki, 303

glutamate receptor, agonistr-receptor vibra-
tional interaction, kainate, normal vibra-
tional mode analysis, PM3 mehtod, Kubo,
Odai, Sugimoto, Ito, 869

glutamic acid, electric dipole moment, electro-
static force, electrostatic potential, •y-ami-
nobutyric acid, Odai, Sugimoto, Hatake-
yama, Kubo, Ito, 909

glutathione peroxidase, apoptosis, estrous
cycle, hydrogen peroxide, prostaglandin,
Nakamura, Ishigami, Makino, Sakamoto,
937

glycoprotein, ATPase, Bombyx mori, TIME-
EA4, timer protein, Tani, Kamada, Ochiai,
Isobe, Suwan, Kai, 221

glycosaminoglycan, 2-aminobenzamide, chon-
droitin sulfate, MALDI-TOF mass, 'H
NMR, Sakaguchi, Watanabe, Ueoka, Sugi-
yama, Taketomi, Yamada, Sugahara, 107

granulosa cells, Caenorhabditis elegans, mid-
kine, Prp8, splicing factor, testis, Takahashi,
Muramatsu, Takagi, Fujisawa, Miyake,
Muramatsu, 599

green fluorescent protein, CD63, confocal
laser scanning microscopy, degranulation,
RBL-2H3 cell, Amano, Furuno, Hiroshima,
Ohyama, Nakanishi, 739

guinea pig, delayed-type hypersensitivity, dif-
ferential display analysis, skin, tryptopha-
nyl-tRNA synthetase, Yang, Nakada-Tsu-
kui, Ohtani, Goto, Yoshimura, Kobayashi,
Watanabe, 561

H

'H NMR, 2-aminobenzamide, chondroitin sul-
fate, MALDI-TOF mass, glycosaminogly-
can, Sakaguchi, Watanabe, Ueoka, Sugi-
yama, Taketomi, Yamada, Sugahara, 107

HDL, atherosclerosis, cholesterol, M-CSF, re-
verse cholesterol transport, Irie, Koshiba,
Koyama, Asakura, Shibata, Kimura, Naito,
Yamauchi, Yada, Hanamura, Hanada, Abe,
Nakamura, 717

head-S2 interaction, interaction between two
regulatory light chains, N-terminally trun-
cated HMM, phosphorylation-dependent
regulation, smooth muscle myosin, Konishi,
Kojima, Katoh, Yazawa, Koto, Fujiwara,
Onishi, 365

heat shock factor (HSF), aB-crystallin, gb'oma
cells, potassium ion (K*), stress response,
Sadamitsu, Nagano, Fukumaki, Iwaki, 813

heat shock protein, bleomycin, bleomycin re-
sistance, calreticulin, stress response, Elm-
ileik, Kumagai, Berengena, Ueda, Sugi-
yama,611
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pH sensor, Inoue, Tsuboi, Kanazawa, 569

hemolysin, lantibiotic, streptin, streptolysin S,

transposon, Karaya, Shimizu, Taketo, 769
hepatocyte, bile acid, hepatotoxicity, hydrophi-

licdty, lipid peroxidation, Hino, Morita, Une,
Fujimura, Kuramoto, 683

hepatotoxicity, bile acid, hepatocyte, hydrophi-
licity, lipid peroxidation, Hino, Morita, Une,
Fujimura, Kuramoto, 683

high-affinity IgE receptor, CHO cells, COS
cells, Fab fragments, humanized antibody,
Takai, Okumura, Ra, Yokota, Okumura, 5

high performance liquid chromatography, N-
linked oligosaccharide, non-small cell lung
cancer, serum, two-dimensional map, Otake,
Fujimoto, Tanaka, Nakagawa, Ikeda,
Menon, Hose, Wada, Ikenaka, 537

histone-modifying enzymes, chromatin struc-
ture, DT40 cells, histones, transcription reg-
ulation, Nakayama, Takami, 491

histones, chromatin structure, DT40 cells, his-
tone-modifying enzymes, transcription reg-
ulation, Nakayama, Takami, 491

HIV-1 Tat, CD4, celltype, Tip60, transcrip-
tional regulation, Hlubek, Lbhberg, Meiler,
Jung, Kirchner, Brabletz, 635

HMG box, DNA bending, DNA kinking, DNA
unwinding, HMG2 protein, Nakamura,
Yoshioka, Shirakawa, Yoshida, 643

HMG2 protein, DNA bending, DNA kinking,
DNA unwinding, HMG box, Nakamura,
Yoshioka, Shirakawa, Yoshida, 643

homologous recombination, DNA binding, nu-
deotide cofactor, Rad51 protein, RecA pro-
tein, Kim, Maraboeuf, Kim, Shinohara,
Takahashi, 469

HPLC analyses of ADP and ATP, acetate
kinase, kinetics, post-translational modifi-
cation, sulfate-reducing bacterium, Yu, Ishi-
da, Ozawa, Akutsu, Horiike, 411

human synthetic phage display library, lyso-
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fragment, Kikuchi, Takeda, Tsujimoto, Asa-
da, Nagata, 237

humanized antibody, CHO cells, COS cells,
Fab fragments, high-affinity IgE receptor,
Takai, Okumura, Ra, Yokota, Okumura, 5

hydrogen peroxide, apoptosis, estrous cyde,
glutathione peroxidase, prostaglandin,
Nakamura, Ishigami, Makino, Sakamoto,
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toxirity, lipid peroxidation, Hino, Morita,
Une, Fujimura, Kuramoto, 683

hydrophobicity, carboxymethylation rate, phe-
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Tbnimizu, Ueno, Hayashi, 917

hyperglycaemia, diabetic complications, meth-
ytglyoxal, thiamine, triosephosphates, Thor-
nalley, Jahan, Ng, 543

hyperthermophilic enzyme, aminotransfer-
ase, domain movement, Pyrococcus horiko-
shii, substrate recognition, Ura, Harata,
Matsui, Kuramitsu, 173

IKB-O, IL-ip, inducible nitric oxide synthase,
NF-KB, Katsuyama, Hirata, 585

IL-ip, IKB-O, inducible nitric oxide synthase,
NF-KB, Katsuyama, Hirata, 585
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SPR sensor, Zako, Harada, Mannen, Yama-
guchi, Kitayama, Ueda, Nagamune, 1

immobilized growth factor, EGF, juxtacrine,
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matricrine, PC 12, Ito, Chen, Imanishi,
Morooka, Nishida, Okabayashi, Kasuga,
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inducible nitric oxide synthase, IKB-O, EL-ip,
NF-KB, Katsuyama, Hirata, 585

induction of aggregation, folding intermediate,
pre-molten globule, protein aggregation,
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Harata, 593
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culagin, proline-rich protein, Kosuge, Mae-
kawa, Saiio, Tbnaka, Kouno, Ohtsuki, 403

inorganic pyrophosphatase, polymerase chain
reaction, recombinant enzyme, thermophilic
bacterium PS-3, thermostability, Wada,
Uchiumi, Ichiba, Hachimori, 955

LNOS, down regulation of iNOS, NO, Oct-1,
Lee, Kim, Kong, Kim, Pyun, Choi, 77

insect, cathepsin B, RNA-binding protein, tis-
sue remodeling, translational regulation,
Nishikawa, Kobayashi, Natori, 485

interaction between two regulatory light
chains, head-S2 interaction, N-terminally
truncated HMM, phosphorylation-depen-
dent regulation, smooth muscle myosin,
Konishi, Kojima, Katoh, Yazawa, Koto, Fuji-
wara, Onishi, 365

interdigitation, cholesterol, DSC, fluorescence,
16:0LPC/DPPC, X-ray diffraction, Lu, Hao,
Chen, 891

interhelical loops, bacteriorhodopsin, C-termi-
nal a-helix, membrane proteins, surface
dynamics, Yamaguchi, Tuzi, Yonebayashi,
Naito, Needleman, Lanyi, Saitd, 373

intracellular Ca^-ATPase, brain Ca2* pumps,
SERCA2b isoform, Salvador, Berengena,
Sepulveda, Mata, 621

ionic strength, matrix targeting signal, mito-
chondrial processing peptidase, substrate
recognition, surface plasmon resonance,
KUada, Ito, 155

isoforms, calrium/calmodulin-dependent pro-
tein kinase IL CDK1, maturation, Xenopus
laevis, Stevens, Rondelez, Merlevede, Goris,
551

isopeptide bond, apoptosis, chemotactic factor,
monocytes, S19 ribosomal protein, trans-
gJutaminase, Nishimura, Horino, Nishiura,
Shibuya, Hiraoka, Tanase, Yamamoto, 445

3-isopropylmalate dehydrogenase, cold adap-
tation mechanism, structure-function rela-
tionship, thermodynamics, thermophilic en-
zyme, Yasugi, Amino, Suzuki, Oshima,
Yamagishi, 477

—, archaeon (archaebacterium), common

ancestor, protein stability, Sulfolobus, Miya-
zaki, Nakaya, Suzuki, Tbmakoshi, Oshima,
Yamagishi, 777

ISP-1, Bd-2, caspase-3, CTLL-2, sphingosine,
Yamaji, Nakamura, Takematsu, Kawasaki,
Kozutsumi, 521

juxtacrine, EGF, immobilized growth factor,
matricrine, PC12, Ito, Chen, Imanishi,
Morooka, Nishida, Okabayashi, Kasuga,
733

K

kainate, agonist-receptor vibrational interac-
tion, glutamate receptor, normal vibrational
mode analysis, PM3 mehtod, Kubo, Odai,
Sugimoto, Ito, 869

kinetic analysis, CaM-kinase, protein phos-
phatase, substrate specificity, synthetic
phosphopeptide, Ishida, Shigeri, Tatsu,
Endo, Kameshita, Okuno, Kitaru, Takeuchi,
Yumoto, Fujisawa, 745

kinetics, acetate kinase, HPLC analyses of
ADP and ATP, post-translational modifica-
tion, sulfate-reducing bacterium, Yu, Ishida,
Ozawa, Akutsu, Horiike, 411

Klebsiella pneumoniae, butanediol dehydroge-
nase, chiral recognition, crystal structure,
short-chain dehydrogenase/reductase fam-
ily, stereoisomer, Otagiri, Kurisu, Ui, Taku-
sagawa, Ohkuma, Kudo, Kusunoki, 205

laccase, dioxygen reduction, multicopper oxi-
dase, trinuclear Cu center, Zoppellaro,
Sakurai, Huang, 949

lactose, Citrobacter freundii, cotransport,
frameshift mutation, melibiose, Shimamoto,
Shimamoto, Xu, Okazaki, Kawakami,
Tsuchiya, 607

lamin, emerin, Emery-Dreifuss muscular dys-
trophy, nuclear envelope protein, nuclear
matrix, Sakaki, Koike, Takahashi, Sasa-
gawa, Tbmioka, Arahata, Ishiura, 321

lantibiotic, hemolysin, streptin, streptolysin S,
transposon, Karaya, Shimizu, Tbketo, 769

large Mafe, basic-leucine zipper (b-Zip), Maf
recognition elements (MARE), somite, tran-
scription factor, Kajihara, Kawauchi, Koba-
yashi, Ogino, Takahashi, Yasuda, 139

Lateolabrax japonicus, amino acid sequence,
disulfide bond, fatty acid-binding protein,
fish, Odani, Baba, Tsuchida, Aoyagi, Wakui,
Takahashi, 69

LDL, cholesterol, CHO, Niemann-Pick C,
SREBP, Higaki, Ninomiya, Sugimoto, Suzu-
ki, Taniguchi, Niioa, Fkntcheu, Vanier, Ohno,
875

leukemia, expression, queuosine, tRNA-gua-
nine transglycosylase, Ishiwata, Katayama,
Shindo, Ozawa, Itoh, Mizugaki, 13

leupeptin, autophagic maturation, autophago-
some-lysosome fusion, betaine homocys-
teine methyltransferase, macroautophagy,
Furuya, Kanazawa, Fujimura, Vena, Komi-
nami, Kadowaki, 313

ligand self-association, binding system, bovine
serum albumin, flavin, frontal gel chroma-
tography, Sawada, Ishida, Horiike, 899

lipid bodies, fluorescent lipids, lipid transport,
oleaginous fungi, triacylglycerol biosynthe-

sis, Kamisaka, Noda, 19
lipid peroxidation, bile acid, hepatocyte, hepa-

totoxicity, hydrophilicity, Hino, Moriia, Une,
Fujimura, Kuramoto, 683

lipid transport, fluorescent lipids, lipid bodies,
oleaginous fungi, triacylglycerol biosynthe-
sis, Kamisaka, Noda, 19

liposome, antisense oligonucleotddes, fluores-
cence resonance energy transfer, Sendai
virus, Nakamura, Hart, Frank, Marchuk,
Shrive, Ota, Thira, Yoshikawa, Kaneda, 755

16:0LPC/DPPC, cholesterol, DSC, fluores-
cence, interdigitation, X-ray diffraction, Lu,
Hao, Chen, 891

Lyn, DRM, FcsRI, methyl-0-cyclodeitrin,
RBL-2H3, Yamashita, Yamaguchi, Mura-
kami, Nagasawa, 861

lysophosphatidylcholine, amphotericin B, com-
plex formation, ergosterol, micelle, Kawa-
bata, Onda, Mita, 725

lysozyme, human synthetic phage display
library, native conformation, single chain Fv
fragment, Kikuchi, Takeda, Tsujimoto, Asa-
da, Nagata, 237
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M-CSF, atherosclerosis, cholesterol, HDL,
reverse cholesterol transport, Irie, Koshiba,
Koyama, Asakura, Shibata, Kimura, Naito,
Yamauchi, Yada, Hanamura, Hanada, Abe,
Nakamura, 717

macroautophagy, autophagic maturation,
autophagosome-lysosome fusion, betaine
homocysteine methyltransferase, leupep-
tin, Furuya, Kanazawa, Fujimura, Ueno,
Kominami, Kadowaki, 313

Maf recognition elements (MARE), basic-leu-
cine zipper (b-Zip), large Mafe, somite, tran-
scription factor, Kajihara, Kawauchi, Ko-
bayashi, Ogino, Takahashi, Yasuda, 139

malaria, chemotherapeutic agent, neplanocin
A, Plasmodium, S-adenosylhomocysteine,
Nakamshi, Iwata, Yatome, Kitade, 101

MALDI-TOF mass, 2-aminobenzamide, chon-
droitin sulfate, 'H NMR, glycosaminogly-
can, Sakaguchi, Watanabe, Ueoka, Sugi-
yama, Taketomi, Yamada, Sugahara, 107

mammalian pheromone receptor, adenovirus
expression system, G proteins, urine, vome-
ronasal organ, Hagino-Yamagishi, Matsu-
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MAP kinase, anandamide, 2-arachidonoyl-
glycerol, cannabinoid, CB2 receptor, Ko-
bayashi, Arai, Waku, Sugiura, 665

matricrine, EGF, immobilized growth factor,
juxtacrine, PC12, Ito, Chen, Imanishi,
Morooka, Nishida, Okabayashi, Kasuga,
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matrilysin, inhibitor, matrix metalloprotein-
ase, thermolysin, thiorphan, Oneda, Inouye,
429

matrix metalloproteinase, inhibitor, matril-
ysin, thermolysin, thiorphan, Oneda, Ino-
uye, 429

matrix targeting signal, ionic strength, mito-
chondrial processing peptidase, substrate
recognition, surface plasmon resonance,
KUada, Ito, 155

maturation, calcium/cahnoduun-dependent
protein kinase EL CDK1, isoforms, Xenopus
laevis, Stevens, Rondelez, Merlevede, Goris,
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MCP-1, inhibition, molecular design, peptide

mimic, phage library, Kaji, Ikari, Hashi-
guchi, Ito, Matsumoto, Yoshimura, Kuratsu,
Sugimura, 577

mechanism-based inhibitors, adrenal gland,
aldosterone, 18-ethynyl-ll-deoxycorticoster-
one, suicide inhibitors, Matkovic, Gomez-
Sanchez, Cozza, 383

melatonin, circadian rhythm, pineal gland,
secretion, serotonin ./V-acetylfcransferase,
Hirota, Kagiwada, Kasahara, Okano,
Murata, Fukada, 51

melibiose, CUrobacter freundii, cotransport,
frameshift mutation, lactose, Shima&oto,
Shimamoto, Xu, Okazaki, Kawakami,
Tsuchiya, 607

membrane, calcineurin, calmodulin, myristoy-
lation, phospholipids, Perrino, Martin, 835

—, calcineurin, calmodulin, myristoylataon,
phospholipids, Martin, Oxhorn, Rossow,
Perrino, 843

membrane proteins, bacteriorhodopsin, C-ter-
minal a-helix, interhelical loops, surface
dynamics, Yamaguchi, Tuzi, Yonebayashi,
Naito, Needleman, Lanyi, Saitd, 373

meta II intermediate, chicken pinealocyte, Or-
cadian clock, pinopsin, rhodopsin, Naka-
mura, Kojima, Okano, Imai, Terakita,
Shichida, Fukada, 329

metallothionein, aminopeptidase N, renal can-
cer, zinc, Ishii, Usui, Yamamoto, Sugimura,
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methyl-p-cydodextrin, DRM, FCERI, Lyn,
RBL-2H3, Yamashita, Yamaguchi, Mura-
kami, Nagasawa, 861

methylglyoxal, diabetic complications, hyper-
grycaemia, thiamine, triosephosphates,
ThornaUey, Jahan, Ng, 543

micelle, amphotericdn B, complex formation,
ergosterol, lysophosphatidylcholine, Kawa-
bata, Onda, Mita, 725

microsomal P450, Escherichia coli, folding,
proline-rich sequence, Kusano, Sakaguchi,
Kagawa, Waterman, Omura, 259

midkine, Caenorhabditis elegans, granulosa
cells, Prp8, splicing factor, testis, Takahashi,
Muramatsu, Takagi, Fujisawa, Miyake,
Muramatsu, 599

milk-clotting enzyme, aspartic proteinase,
Rhizomucor pusillus pepsin, site-directed
mutagenesis, subsites, Aikawa, Park, Sugi-
yama, Nishiyama, Horinouchi, Beppu, 791

mitochondria, Apafl, apoptosis, electron mi-
croscopy, necrosis, Miyazaki, Yoshida, Sasa-
ki, Ham, Kimura, Mak, Nomoto, 963

mitochondrial P450, Escherichia coli, folding,
proline-rich sequence, soluble microbial
P450, Kusano, Kagawa, Sakaguchi, Omura,
Waterman,271

mitochondrial phosphatetransporter, paralog,
pseudogene, vacuole, yeast, Takabatake,
Siddique, Kouchi, Izui, Hata, 827

mitochondrial processing peptidase, ionic
strength, matrix targeting signal, substrate
recognition, surface plasmon resonance,
KUada, Ito, 155

module, filamentous structure, RNA, second-
ary structure units, secondary structure,
Ishizaka, Ohshima, Yanagawa, 971

molecular cloning, amino acid sequence, DNA
sequencing, monoacylglycerol lipase, ther-
mostable enzyme, KUaura, Suzuki, Ima-
mura,391

molecular design, inhibition, MCP-1, peptide
mimic, phage library, Kaji, Ikari, Hashi-
guchi, Ito, Matsumoto, Yoshimura, Kuratsu,
Sugimura, 577

moleculer modeling, azole-antifungal agents,
CYP51, point mutation, sterol 14-demethyl-
ase P450, Nitahara, Kishimoto, Yabusaki,
Gotoh, Yoshida, Horiuchi,Aoyama, 761

monoacylglycerol lipase, amino acid sequence,
DNA sequencing, molecular cloning, ther-
mostable enzyme, Kitaura, Suzuki, Ima-
mura,ZWl

monoclonal antibody, drug resistance, epitope,
exporter, tetracycline, Nada, Murakami,
Okamoto, Kubo, Yamaguchi, 87

—, cdc27, DNA polymerase 5, PCNA, reconsti-
tuted enzyme, Shikata, Ohta, Yamada,
Obuse, Yoshikawa, Tsurimoto, 699

monocytes, apoptosis, chemotactic factor, iso-
peptide bond, S19 ribosomal protein, trans-
glutaminase, Nishimura, Horino, Nishiura,
Shibuya, Hiraoka, Tanase, Yamamoto, 445

mooth muscle, myosin assembly, myosin, myo-
sin phosphatase, protein phosphatase-1,
Sato, Ogawa, 881

multicopper oxidase, dioxygen reduction, lac-
case, trinuclear Cu center, Zoppeliaro,
Sakurai, Huang, 949

mutagenesis, base pair mismatch, DNA
ligase, DNA sequencing, nick-ligatdon,
Cherepanov, YUdirim, de Vries, 61

myosin, myosin assembly, myosin phos-
phatase, protein phosphatase-1, mooth
muscle, Sato, Ogawa, 881

myosin assembly, myosin, myosin phos-
phatase, protein phosphatase-1, mooth
muscle, Sato, Ogawa, 881

myosin phosphatase, myosin assembly, myo-
sin, protein phosphatase-1, mooth muscle,
Sato, Ogawa, 881

myristoylation, calcineurin, calmodulin, mem-
brane, phospholipids, Perrino, Martin, 835

—, calcineurin, calmodulin, membrane, phos-
pholipids, Martin, Oxhorn, Rossow, Perrino,
843

Myxococcus xanthus, ABC transporter, antibi-
otic, development, sporulatdon, Kimura,
Yamanishi, Tbkumasu, Tkrasaka, Yoshi-
nobu,351

myxothiazol, 4'-phosphopantetheinyl trans-
ferase, Sorangium cellulosum, Stigmatella
aurantiaca, thiolation domain, Gaitatzis,
Hans, MOller, Beyer, 119
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iV-linked glycoprotein biosynthesis, dolichol,
polyprenol, polyprenol reduction, reduc-
tsse,Tateyama, Sagami, 297

iV-linked oligosaccharide, high performance
liquid chromatography, non-small cell lung
cancer, serum, two-dimensional map, Otake,
Fujimoto, Tanaka, Nakagawa, Ikeda,
Mown, Hose, Wada, Ikenaka, 537

N-terminally truncated HMM, interaction
between two regulatory light chains, head-
S2 interaction, phosphorylation-dependent
regulation, smooth muscle myosin, Konishi,
Kojima, Katoh, Yazawa, Koto, Fujiwara,

Onishi, 365
Na7H+ antiporter, NhaA, Helicobacter pylori,

pH sensor, Inoue, Tsuboi, Kanazawa, 569
Na/K-ATPase, oligomer, P-type ATPase, Post-

Albers scheme, tetraprotomer, Taniguchi,
Kayo, Abe, Mdrdh, 335

native conformation, human synthetic phage
display library, lysozyme, single chain Fv
fragment, Kikuchi, Takeda, Tsujimoto, Asa-
da, Nagata, 237

NBT reductase activity, diaphorase activity,
flavoprotein domain of gpdiphox, Han,
Nisimoto, Lee, Kim, Lambeth, 513

necrosis, Apafl, apoptosis, electron micros-
copy, mitochondria, Miyazaki, Yoshida,
Sasaki, Hara, Kimura, Mak, Nomoto, 963

neplanocin A, chemotherapeutic agent, mala-
ria, Plasmodium, S-adenosylhomocysteine,
Nakanishi, Iwata, Yatome, Kitade, 101

neural precursor cell, BRG1, BRM, chromatin
remodeling factor, differentiation, Machida,
Murai, Miyake, Iijima, 43

neuron, caveolae, signaling, stathmin, tubulin,
Maekawa, Morii, Kumanogoh, Sana, Naru-
se, Sokawa, Mon, 691

neuronal development, chromatin, RNA poly-
merase II, SPT, transcription, Yamaguchi,
Narita, Inukai, Wada, Handa, 185

NF-KB, IKB-O, IL-ip, inducible nitric oxide
synthase, Katsuyama, Hirata, 585

NhaA, NaVH* antiporter, Helicobacter pylori,
pH sensor, Inoue, Tsuboi, Kanazawa, 569

nick-ligation, base pair mismatch, DNA
ligase, DNA sequencing, mutagenesis,
Cherepanov, YUdirim, de Vries, 61

Niemann-Pick C, cholesterol, LDL, CHO,
SREBP, Higaki, Ninomiya, Sugimoto, Suzu-
ki, Taniguchi, Niwa, Pentcheu, Vanier, Ohno,
875

nitrocellulose membrane, alkaline phos-
phatase, antibody, phage display library,
selection efficiency, variable region, Naka-
mura, Watanabe, Nishimiya, Tsumoto, Ishi-
mura, Kumagai, 209

NO, down regulation of iNOS, iNOS, Oct-1,
Lee, Kim, Kong, Kim, Pyun, Choi, 77

non-small cell lung cancer, high performance
liquid chromatography, iV-linked oligosac-
charide, serum, two-dimensional map,
Otake, Fujimoto, Tanaka, Nakagawa, Ikeda,
Menon, Hose, Wada, Ikenaka, 537

noncovalent inhibitor, binding diversity, crys-
tal structure, trypsin, Tomoo, Satoh, Tsuda,
Wanaka, Okamoto, Hijikata-Okunomiya,
Okada, Ishida, 455

normal vibrational mode analysis, agonist-
receptor vibrational interaction, ghitamate
receptor, kainate, PM3 mehtod, Kubo, Odai,
Sugimoto, Ito, 869

Notch, consensus sequence, Delta, endothelial
cells, Yoneya, Tahara, Nagao, Yamada,
Yamamoto, Osawa, Miyatani, Nishikawa,
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nuclear envelope protein, emerin, Emery-
Dreifuss muscular dystrophy, lnmin, nu-
clear matrix, Sakaki, Koike, Takahashi,
Sasagawa, Tbmioka, Arahata, Ishiura, 321

nuclear matrix, emerin, Emery-Dreifuss mus-
cular dystrophy, lamin, nuclear envelope
protein, Sakaki, Koike, Takahashi, Sasa-
gawa, Tbmioka, Arahata, Ishiura, 321

nucleotide cofactor, DNA binding, homologous
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tein, Kim, Maraboeuf, Kim, Shinohara,
Takahashi, 469
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Oct-1, down regulation of iNOS, iNOS, NO,
Lee, Kim, Kong, Kim, Pyun, Choi, 77

oleaginous fungi, fluorescent lipids, lipid bod-
ies, lipid transport, triacylglycerol biosyn-
thesis, Kamisaka, Noda, 19

oligomer, Na/K-ATPase, P-type ATPase, Post-
Albers scheme, tetraprotomer, Taniguchi,
Kayo, Abe, Mardh, 335

OmpR-family of proteins, bacterial signal
transduction, DNA-binding domain, tran-
scriptional regulator, two-component sys-
tem, Itou, Tanaka, 343

osteoblastic differentiation, gene expression,
Mizuno, Kuboki, 133

osteogenesis, bone morphogenetic protein, bio-
glass, carrier-geometry, vascularization,
Mahmood, Takita, Ojima, Kobayashi, Koh-
go, Kuboki, 163

overlay assay, binding protein, protein Ser/Thr
phosphorylation, serine protease inhibitor
(serpin), Xenopus laevis cocytes, Goto, Muto,
Sugimoto, Ikawa-Kitayama, Igarashi, Ito,
Hashimoto, 229

oxidative refolding, disulfide bonds, protein
cross-linking, protein disulfideisomerase,
thermal unfolding, Gao, Mehta, 179

oxidative stress, catalase, gene, recombinant,
sulfate-reducing bacteria, Kitamura, Naka-
nishi, Kojima, Kumagai, Inoue, 357

IT electron, carboxymethylation rate, hydro-
phobiaty, phenylalanine, RNase A, Cha-
tani, Tanimizu, Ueno, Hayashi, 917

P-type ATPase, Na/K-ATPase, oligomer, Post-
Albers scheme, tetraprotomer, Thniguchi,
Kayo, Abe, Mdrdh, 335

PAK, antibody, ELISA, peptide, phosphoryla-
tion, Yu, Chang, Chan, Chen, 243

paralog, mitochondrial phosphatetransporter,
pseudogene, vacuole, yeast, Takabatake,
Siddique, Kouchi, Izui, Haia, 827

PC 12, EGF, immobilized growth factor, juxta-
crine, matricrine, Ito, Chen, Imanishi, Moro-
oka, Nishida, Okabayashi, Kasuga, 733

PCNA, cdc27, DNA polymerase 8, monoclonal
antibody, reconstituted enzyme, Shikata,
Ohio, Yamada, Obuse, Yoshikawa, Tsuri-
moto, 699

pepsinogen, phylogeny, purification, stomach,
Xenopus laevis, Ikuzawa, Inokuchi, Koba-
yashi, Yasumasu, 147

peptide, antibody, ELISA, PAK, phosphoryla-
tion, Yu, Chang, Chan, Chen, 243

peptide mimic, inhibition, MCP-1, molecular
design, phage library, Kaji, Ikari, Hashi-
guchi, Ito, Matsumoto, Yoshimura, Kuratsu,
Sugimura, 577

pH sensor, NaVH* antiporter, NhaA, Helico-
bacter pylori, Inoue, Tsuboi, Kanazawa, 569

phage display library, alkaline phosphatase,
antibody, nitrocellulose membrane, selec-
tion efficiency, variable region, Nakamura,
Watanabe, Nishimiya, Tsumoto, Ishimwa,
Kumagai, 209

phage library, inhibition, MCP-1, molecular
design, peptide mimic, Kaji, Ikari, Hashi-
guchi, Ito, Matsumoto, Yoshimura, Kuratsu,
Sugimura, 577

phenylalanine, carboxymethylation rate, hy-
drophobicity, IT electron, RNase A, Chatani,
Tanimizu, Ueno, Hayashi, 917

phospholipids, calcineurin, calmodulin, mem-
brane, myristoylation, Perrina, Martin, 835

—, calcineurin, calmodulin, membrane, myris-
toylation, Martin, Oxhorn, Rossow, fvrrino,
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phosphonoglycosphingolipid, 2-AEPn, Aplysia
kurodai, egg mass, SMS, Araki, Yamada,
Abe, Waki, Kon, Itonori, Sugita, Ando, 93

4'-phosphopantetheinyl transferase, myxothi-
azol, Sorangium cellulosum, Stigmatella
aurantiaca, thiolation domain, Gaitatzis,
Hans, MOller, Beyer, 119

phosphorylation, antibody, ELISA, PAK, pep-
tide, Yu, Chang, Chan, Chen, 243

phosphorylation-dependent regulation, inter-
action between two regulatory light chains,
head-S2 interaction, N-terminally trun-
cated HMM, smooth muscle myosin, Ko-
mshi, Kojima, Katoh, Yazawa, Koto, Fuji-
wara, Onishi, 365

phylogeny, pepsinogen, purification, stomach,
Xenopus laevis, Ikuzawa, Inokuchi, Ko-
bayashi, Yasumasu, 147

pineal gland, Orcadian rhythm, melatonin,
secretion, serotonin iV-acetyltransferase,
Hirota, Kagiwada, Kasahara, Okano,
Murata, Fukada, 51

pinopsin, chicken pinealocyte, Orcadian clock,
meta II intermediate, rhodopsin, Naka-
mura, Kojima, Okano, Imai, Terakita,
Shichida, Fukada, 329

Plasmodium, chemotherapeutic agent, mala-
ria, neplanocin A, S-adenosylhomocysteine,
Nakanishi, Iwata, Yatome, Kitade, 101

PM3 mehtod, agonist—receptor vibrational
interaction, glutamate receptor, kainate,
normal vibrational mode analysis, Kubo,
Odai, Sugimoto, Ito, 869

point mutation, azole-antifungal agents,
CYP51, moleculer modeling, sterol 14-de-
methylase P450, Nitahara, Kishimoto,
Yabusaki, Gotoh, Yoshida, Horiuchi, Ao-
yama, 761

polymerase chain reaction, inorganic pyro-
phosphatase, recombinant enzyme, thermo-
philic bacterium PS-3, thermostability,
Wada, Uchiumi, Ichiba, Hachimori, 955

polyprenol, dolichol, JV-linked glycoprotein bio-
synthesis, polyprenol reduction, reductase,
Tateyama, Sagami, 297

polyprenol reduction, dolichol, AMinked glyco-
protein biosynthesis, polyprenol, reductase,
Tateyama, Sagami, 297

Post-Albers scheme, Na/K-ATPase, oligomer,
P-type ATPase, tetraprotomer, Thniguchi,
Kayo, Abe, Mardh, 335

post-translational modification, acetate ki-
nase, HPLC analyses of ADP and ATP,
kinetics, sulfate-reducing bacterium, Yu,
Ishida, Ozawa,Akutsu, Horiike, 411

potassium ion (K*), aB-crystallin, glioma cells,
heat shock factor (HSF), stress response,
Sadamitsu, Nagano, Fukumaki, Iwaki, 813

pre-molten globule, folding intermediate, in-
duction of aggregation, protein aggregation,

reduced apo-a-lactalbumin, Li, Zhang,
Wang, 821

proline-rich protein, cAMP-dependent protein
kinase, casein kinase IL galloyl peduncula-
gin, inhibitor of A-kinase p, Kosuge, Mae-
kawa, Saito, Tanaka, Kouno, Ohtsuki, 403

proline-rich sequence, Escherichia coli, fold-
ing, microsomal P450, Kusano, Sakaguchi,
Kagawa, Waterman, Omura, 259

—, Escherichia coli, folding, mitochondrial
P450, soluble microbial P450, Kusano, Ka-
gawa, Sakaguchi, Omura, Waterman, 271

prostaglandin, apoptosis, estrous cycle, glu-
tathione peroxidase, hydrogen peroxide,
Nakamura, Ishigami, Makino, Sakamoto,
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protamine, cationic h'pid, DDAB lipid vesicle,
gene transfer, retrovirus, Mizuarai, Ono,
You, Kamihira, Iijima, 125

protease resistance, a-amylase inhibitory ac-
tivity, circular dichroism, cyclic and linear
peptides, tendamistat, Ono, Umezaki, Tbjo,
Hashimoto, Taniyama, Kaneko, Fujii, Mori-
ta, Shimasaki, Yamazaki, Yoshimura, Koto,
783

14-3-3 protein, epidermis, fatty acid-binding
protein, immunological cross-reaction,
Western blot, Odani, Nakamura, Sato,
Fuju, 213

protein aggregation, folding intermediate, in-
duction of aggregation, pre-molten globule,
reduced apo-a-lactalbumin, Li, Zhang,
Wang,821

protein cross-linking, disulfide bonds, protein
disulfideisomerase, oxidative refolding,
thermal unfolding, Gao, Mehta, 179

protein design, directed evolution, protein
engineering, domain motion, Shimotohno,
Oue, Yano, Kuramitsu, Kagamiyama, 943

protein disulfideisomerase, disulfide bonds,
protein cross-linking, oxidative refolding,
thermal unfolding, Gao, Mehta, 179

protein engineering, directed evolution, pro-
tein design, domain motion, Shimotohno,
Oue, Yano, Kuramitsu, Kagamiyama, 943

protein kinase kinase, calcium ion, calmodu-
lin-dependent protein kinase, protein phos-
phatase, signal transduction, Fujisawa, 193

protein phosphatase, calcium ion, calmodulin-
dependent protein kinase, protein kinase
kinase, signal transduction, Fujisawa, 193

—, CaM-kinase, kinetic analysis, substrate
specificity, synthetic phosphopeptide, Ishi-
da, Shigen, Tatsu, Endo, Kameshita, Oku-
no, Kitani, Thkeuchi, Yumoto, Fujisawa, 745

protein phosphatase-1, myosin assembly, myo-
sin, myosin phosphatase, mooth muscle,
Sato, Ogawa, 881

protein Ser/Thr phosphorylation, binding pro-
tein, overlay assay, serine protease inhibitor
(serpin), Xenopus laevis oocytes, Goto, Muto,
Sugimoto, Ikawa-Kitayama, Igarashi, Ito,
Hashimoto, 229

protein stability, archaeon (archaebacterium),
common ancestor, 3-isopropylmalate dehy-
drogenase, Sulfblobus, Miyazaki, Nakaya,
Suzuki, Tamakoshi, Oshima, Yamagishi,
777

protein-sugar complex, crystal structure,
cyclodextrin glucanotransferase, 1-deoxy-
nojirimycin, inhibitor, Kanai, Haga, Yama-
ne, Harata, 593
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Prp8, Caenorhabditis elegans, granulosa cells,
midkine, splicing factor, testis, Takahashi,
Muramatsu, Thkagi, Fujisawa, Miyake,
Muramatsu, 599

pseudogene, mitochondrial phosphatetrans-
porter, paralog, vacuole, yeast, Thkabatake,
Siddique, Kouchi, Izui, Hata, 827

purification, pepsinogen, phylogeny, stomach,
Xenopus laevis, Ikuzawa, Inokuchi, Koba-
yashi, Yasumasu, 147

Pyrococcus horikoshu, aminotransferase, do-
main movement, hyperthermophilic en-
zyme, substrate recognition, Ura, Harata,
Matsui, Kuramitsu, 173

Q

queuosine, expression, leukemia, tRNA-gua-
nine transglycosylase, Ishiwata, Katayama,
Shindo, Ozawa, Itoh, Mizugaki, 13

quiescent cell proline dipeptidase (QPP),
cDNA and identification, dipeptddyl pepti-
dase II (DPP II), rat kidney, Araki, Li,
Yamamoto, Haneda, Nishi, Kikkawa, Oh-
kubo,219

R

Rad51 protein, DNA binding, homologous
recombination, nucleotide cofactor, RecA
protein, Kim, Maraboeuf, Kim, Shinohara,
Takahashi, 469

rat kidney, cDNA and identification, dipeptd-
dyl peptidase II (DPP II), quiescent cell pro-
line dipeptidase (QPP), Araki, Li, Yama-
moto, Haneda, Nishi, Kikkawa, Ohkubo,
279

RBL-2H3, DRM, FceRI, Lyn, methyl-p-cydo-
dextrin, Yamashita, Yamaguchi, Mura-
kami, Nagasawa, 861

RBL-2H3 cell, CD63, confocal laser scanning
microscopy, degranulation, green fluores-
cent protein, Amano, Furuno, Hiroshima,
Ohyama, Nakanishi, 739

RecA protein, DNA binding, homologous re-
combination, nucleotide cofactor, Rad51 pro-
tein, Kim, Maraboeuf, Kim, Shinohara,
Takahashi, 469

recomhinant, catalase, gene, oxidative stress,
sulfate-reducing bacteria, Kitamura, Naka-
nishi, Kojima, Kumagai, Inoue, 367

recombinant enzyme, inorganic pyrophos-
phatase, polymerase chain reaction, ther-
mophilic bacterium PS-3, thermostability,
Wada, Uchiumi, Ichiba, Hachimori, 955

recombinant protein, ascidian, budding-spe-
cific expression, cDNA, cytochrome 65, Yubi-
sui, Takahashi, Takabayashi, Fujiwara,
Kawamura, 709

reconstituted enzyme, cdc27, DNA poly-
merase 8, monoclonal antibody, PCNA,
Shikata, Ohio, Yamada, Obuse, Yoshikawa,
Tsurimoio, 699

RecQ helicase, Bloom's syndrome, DNA topo-
isomerase m, Sgsl, Werner's syndrome,
Enomoto, 501

redox regulation, selenocysteine, site-directed
mutagenesis, thioredaxin, thioredoxin re-
ductase, Fujiwara, Fujii, Fujii, Taniguchi,
803

reduced apo-a-lactalbumin, folding intermedi-
ate, induction of aggregation, pre-molten

globule, protein aggregation, Li, Zhang,
Wang, 821

reductase, dolichol, AMinked glycoprotein bio-
synthesis, polyprenol, polyprenol reduction,
Tateyama, Sagami, 297

refolding, firefly luciferase, immobilization,
SPR sensor, Zako, Harada, Mannen, Yama-
guchi, Kitayama, Veda, Nagamune, 1

renal cancer, aminopeptidase N, metallothion-
ein, zinc, Ishii, Usui, Yamamoto, Sugimura,
Tatematsu, Hirano, 253

renin, active site, binding protein, GlcNAc 2-
epimerase, site-directed mutagenesis, Taka-
hashi, Takahashi, Kaneko, Ogasawara,
Shindo, Saito, Kawamura, 529

repetitive sequence, Bombyx mori, cryoprotec-
tion, freezing tolerance, sericin, Tsujimoto,
Thkagi, Thkahashi, Yamada, Nakamori,
979

retrovirus, cationic lipid, DDAB lipid vesicle,
gene transfer, protamine, Mizuarai, Ono,
You, Kamihira, Iijima, 125

reverse cholesterol transport, atherosclerosis,
cholesterol, HDL, M-CSF, Irie, Koshiba,
Koyama, Asakura, Shibata, Kimura, Naito,
Yamauchi, Yada, Hanamura, Hanada, Abe,
Nakamura, 111

Rhizomucor pusUlus pepsin, aspartic protein-
ase, milk-clotting enzyme, site-directed
mutagenesis, subsites, Aikawa, Park, Sugi-
yama, Nishiyama, Horinouchi, Beppu, 791

rhodopsin, chicken pinealocyte, Orcadian
clock, meta II intermediate, pinopsin, Naka-
mura, Kojima, Okano, Imai, Terakita,
Shichida, Fukada, 329

RNA, filamentous structure, module, second-
ary structure units, secondary structure,
Ishizaka, Ohshima, Yanagawa, 971

RNA-binding protein, cathepsin B, insect, tis-
sue remodeling, translational regulation,
Nishikawa, Kobayashi, Natori, 485

RNA polymerase n, chromatin, neuronal
development, SPT, transcription, Yamagu-
chi, Narita, Inukai, Wada, Honda, 185

RNase A, carboxymethylatdon rate, hydropho-
bicity, phenylalanine, tr electron, Chatani,
Thnimizu, Ueno, Hayashi, 917

S-adenosylhomocysteine, chemotherapeutdc
agent, malaria, neplanocin A, Plasmodium,
Nakanishi, Iwata, Yatome, Kiiade, 101

S19 ribosomal protein, apoptosis, chemotactic
factor, isopeptide bond, monocytes, trans-
glutaminase, Nishimura, Horino, Nishiura,
Shibuya, Hiraoka, Tanase, Yamamoto, 445

16S rRNA, codon and base biases, Eschenchia
coli, second codon, translation effiaenty,
Sato, Terabe, Watanabe, Gojobori, Hori-
Takemoto, Miura, 851

second codon, codon and base biases, Escheri-
chia coli, 16S rRNA, translation efficienty,
Sato, Tbrabe, Watanabe, Gojobori, Hori-
Takemoto, Miura, 851

secondary structure, filamentous structure,
module, RNA, secondary structure units,
Ishizaka, Ohshima, Yanagawa, 971

secondary structure units, filamentous struc-
ture, module, RNA, secondary structure,
Ishizaka, Ohshima, Yanagawa, 971

secretion, circadian rhythm, melatonin, pineal
gland, serotonin JV-acetyltransferase, Hiro-

ta, Kagiwada, Kasahara, Okano, Murata,
Fukada, 51

selection efficiency, alkaline phosphatase,
antibody, nitrocellulose membrane, phage
display library, variable region, Nakamura,
Watanabe, Nishimiya, Tsumoto, Ishimura,
Kumagai,209

selenocysteine, redox regulation, site-directed
mutagenesis, thioredoxin, thioredoxin re-
ductase, Fujiwara, Fujii, Fujii, Taniguchi,
803

Sendai virus, antisense oligonucleotides, fluo-
rescence resonance energy transfer, lipo-
some, Nakamura, Hart, Frank, Marchuk,
Shrive, Ota, Taira, Yoshikawa, Kaneda, 755

SERCA2b isofonn, brain Ca2* pumps, intrac-
ellular Ca2+-ATPase, Salvador, Berengena,
Sepulveda, Mata, 621

sericin, Bombyx mori, cryoprotection, freezing
tolerance, repetitive sequence, Tsujimoto,
Thkagi, Takahashi, Yamada, Nakamori,
979

serine protease, alkaline-stability, autolysis,
conformational restoration, surface region,
Maeda, Mizutani, Yamagata, Ichishima,
Nakajima, 675

serine protease inhibitor (serpin), binding pro-
tein, overlay assay, protein Ser/Thr phos-
phorylation, Xenopus laevis oocytes, Goto,
Muto, Sugimoto, Ikawa-Kitayama, Igarashi,
Ito, Hashimoto, 229

serotonin iV-acetyltransferase, circadian
rhythm, melatonin, pineal gland, secretion,
Hirota, Kagiwada, Kasahara, Okano,
Murata, Fukada, 51

serum, high performance liquid chromatogra-
phy, iV-linked oligosaccharide, non-small
cell lung cancer, two-dimensional map,
Otake, Fujimoto, Tanaka, Nakagawa, Ikeda,
Menon, Hose, Wada, Ikenaka, 537

Sgsl, Bloom's syndrome, DNA topoisomerase
TTT, RecQ helicase, Werner's syndrome, Eno-
moto, 501

short-chain dehydrogenase/reductase family
butanediol dehydrogenase, chiral recogni-
tion, crystal structure, Klebsiella pneumo-
niae, stereoisomer, Otagiri, Kurisu, Ui,
Thkusagawa, Ohkuma, Kudo, Kusunoki,
205

short-chain dehydrogenases/reductases, crys-
tal structure, dissociation-association, glu-
cose dehydrogenase, subunit interaction,
Yamamoto, Kunsu, Kusunoki, Tabata, Ura-
be, Osaki, 303

signal transduction, calcium ion, calmodulin-
dependent protein kinase, protein kinase
kinase, protein phosphatase, Fujisawa, 193

Hignnling, caveolae, neuron, stathmin, tubulin,
Maekawa, Morii, Kumanogoh, Sana, Naru-
se, Sokawa, Mori, 691

SIMS, 2-AEPn, Aplysia kurodai, egg mass,
phosphonoglycosphingolipid, Araki, Yama-
da, Abe, Waki, Kon, Itonori, Sugita, Ando,
93

single chain Fv fragment, human synthetic
phage display library, lysozyme, native con-
formation, Kikuchi, Takeda, Tsujimoto, Asa-
da, Nagata, 231

site-directed mutagenesis, a-amylase, cyclo-
dextrin, crystal structure, enzymatic gluco-
side hydrolysis, Kondo, Ohtaki, Tbnozuka,
Sakano, Kamitori, 423
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—, active site, binding protein, GlcNAc 2-epi-
merase, renin, Takahashi, Takahashi,
Kaneko, Ogasawara, Shindo, Saito, Kawa-
mura,529

—, aspartic proteinase, milk-clottdng enzyme,
Rhizomucor pusillus pepsin, subsites, Ai-
kawa, Park, Sugiyama, Nishiyama, Hori-
nouchi, Beppu, 791

—, redox regulation, selenocysteine, thio-
redoxin, thioredoxin reductase, Fujiwara,
Fujii, Fujii, Thniguchi, 803

skin, delayed-type hypersensitivity, differen-
tial display analysis, guinea pig, tryptopha-
nyl-tRNA synthetase, Yang, Nakada-Tsu-
kui, Ohtani, Goto, Yoshimura, Kobayashi,
Watanabe,561

smooth muscle, chicken gizzard, smooth mus-
cle myosin, smooth muscle myosin light
chain kinase, telokin, Numata, Katoh, Ya-
zawa, 437

smooth muscle myosin, interaction between
two regulatory light chains, head-S2 inter-
action, N-terminally truncated HMM, phos-
phorylation-dependent regulation, Konishi,
Kojima, Katoh, Yazawa, Koto, Fujiwara,
Onishi, 365

—, chicken gizzard, smooth muscle, smooth
muscle myosin light chain kinase, telokin,
Numata, Katoh, Yazawa, 437

smooth muscle myosin light chain kinase,
chicken gizzard, smooth muscle, smooth
muscle myosin, telokin, Numata, Katoh,
Yazawa,431

snake venom, comparative biochemistry, dis-
integrin, Echis carinatus, taxonology, Oku-
da, Nozaki, Sekiya, Morita, 615

soluble microbial P450, Eschenchia coh, fold-
ing, mitochondrial P450, proline-rich se-
quence, Kusano, Kagawa, Sakaguchi,
Omura, Waterman, 271

somite, basic-leucine zipper (b-Zip), large
Mafs, Maf recognition elements (MARE),
transcription factor, Kajihara, Kawauchi,
Kobayashi, Ogino, Thkahashi, Yasuda, 139

Sorangium celluiosum, myxothiazol, 4'-phos-
phopantetheinyl transferase, Stigmatella
aurantiaca, thiolation domain, Gaitatzis,
Hans, Muller, Beyer, 119

sphingosine, Bd-2, caspase-3, CTLL-2, ISP-1,
Yamaji, Nakamura, Takematsu, Kawasaki,
Kozutsumi, 521

splicing factor, Caenorhabditis elegans, granu-
losa cells, midkine, Prp8, testis, Thkahashi,
Muramatsu, Takagi, Fujisawa, Miyake,
Muramatsu, 599

sporulatdon, ABC transporter, antibiotic, de-
velopment, Myxococcus xanthus, Kimura,
Yamanishi, Tbkumasu, Terasaka, Yoshi-
nobu,35l

SPR sensor, firefly luciferase, immobilization,
refolding, Zako, Harada, Mannen, Yama-
guchi, Kitayama, Veda, Nagamune, 1

SPT, chromatin, neuronal development, RNA
polymerase n, transcription, Yamaguchi,
Narita, lnukai, Vfada, Honda, 185

SREBP, cholesterol, LDL, CHO, Niemann-
Pick C, Higaki, Ninomiya, Sugimoto, Suzu-
ki, Thniguchi, Niwa, Pentcheu, Vanier, Ohno,
875

stathmin, caveolae, neuron, signaling, tubulin,

Maekawa, Morii, Kumanogoh, Sano, Naru-
se, Sokawa, Mori, 691

stereoisomer, butanediol dehydrogenase,
chiral recognition, crystal structure, Kleb-
siella pneumoniae, short-chain dehydroge-
nase/reductase family, Otagiri, Kurisu, Ui,
Takusagawa, Ohkuma, Kudo, Kusunoki,
205

sterol 14-demethylase P450, azole-antifungal
agents, CYP51, moleculer modeling, point
mutation, Nitahara, Ktshimoto, Yabusaki,
Gotoh, Yoshida, Horiuchi, Aoyama, 761

Stigmatella aurantiaca, myxothiazol, 4'-phos-
phopantetheinyl transferase, Sorangium
celluiosum, thiolation domain, Gaitatzis,
Hans, Muller, Beyer, 119

stomach, pepsinogen, phylogeny, purification,
Xenopus laevis, Ikuzawa, Inokuchi, Koba-
yashi, Yasumasu, 147

streptin, hemolysin, lantdbiotic, streptolysin S,
transposon, Karaya, Shimizu, Taketo, 769

Streptococcus pneumoniae, asparagine-linked
oligosaccharides, endo-̂ -A -̂acetylglucos-
aminidase, endoglycosidase, virulence,
Muramatsu, Tachikui, Ushida, Song, Qiu,
Yamamoto, Muramatsu, 923

streptolysin S, hemolysin, lantibiotic, streptin,
transposon, Karaya, Shimizu, Taketo, 769

stress response, bleomycin, bleomycin resis-
tance, calreticulin, heat shock protein, Elm-
ileik, Kumagai, Berengena, Ueda, Sugi-
yama, 671

—, aB-crystallin, glioma cells, heat shock fac-
tor (HSF), potassium ion (K*), Sadamitsu,
Nagano, Fukumaki, Iwaki, 813

structure—function relationship, cold adapta-
tion mechanism, 3-isopropylmalate dehy-
drogenase, thermodynamics, thermophilic
enzyme, Yasugi, Amino, Suzuki, Oshima,
Yamagishi, 477

subsites, aspartic proteinase, milk-clotting en-
zyme, Rhizomucor pusillus pepsin, site-
directed mutagenesis, Aikawa, Park, Sugi-
yama, Nishiyama, Horinouchi, Beppu, 791

substrate recognition, ionic strength, matrix
targeting signal, mitochondrial processing
peptidase, surface plasmon resonance, Kita-
da, Ito, 155

—, aminotransferase, domain movement, hy-
perthermophilic enzyme, Pyrococcus horiko-
shii, Ura, Harata, Matsui, Kuramitsu, 173

substrate specificity, CaM-kinase, kinetic ana-
lysis, protein phosphatase, synthetic phos-
phopeptide, Ishida, Shigeri, Tatsu, Endo,
Kameshita, Okuno, Kitani, Thkeuchi, Yu-
moto, Fujisawa, 745

subunit interaction, crystal structure, dissoci-
ation-association, glucose dehydrogenase,
short-chain dehydrogenases/reductases,
Yamamoto, Kurisu, Kusunoki, Tabata, Ura-
be, Osaki, 303.

suicide inhibitors, adrenal gland, aldosterone,
18-ethynyl-ll-deoxycorticosterone, mecha-
nism-based inhibitors, Matkovic, Gomez-
Sanchez, Cozza, 383

sulfate-reducing bacteria, catalase, gene, oxi-
dative stress, recombinant, Kitamura,
Nakanishi, Kojima, Kumagai, Inoue, 357

sulfate-reducing bacterium, acetate kinase,
HPLC analyses of ADP and ATP, kinetics,
post-translational modification, Yu, Ishida,
Ozawa, Akutsu, Horiike, 411

Sulfblobus, archaeon (archaebacterium), com-
mon ancestor, 3-isopropylmalate dehydroge-
nase, protein stability, Miyazaki, Nakaya,
Suzuki, Tamakoshi, Oshima, Yamagishi,
777

surface dynamics, bacteriorhodopsin, C-termi-
nal a-helix, interhelical loops, membrane
proteins, Yamaguchi, Tuzi, Yonebayashi,
Naito, Needleman, Lanyi, SaM, 373

surface plasmon resonance, ionic strength,
matrix targeting signal, mitochondrial pro-
cessing peptidase, substrate recognition,
Kitada, Ito, 155

surface region, alkaline-stability, autolysis,
confonnational restoration, serine protease,
Maeda, Mizutani, Yamagata, Ichishima,
Nakajima, 675

synthetic phosphopeptide, CaM-kinase, ki-
netic analysis, protein phosphatase, sub-
strate specificity, Ishida, Shigeri, Tatsu,
Endo, Kameshita, Okuno, Kitani, Takeuchi,
Yumoto, Fujisawa, 745

taxonology, comparative biochemistry, disinte-
grin, Echis carinatus, snake venom, Okuda,
Nozaki, Sekiya, Morita, 615

telokin, chicken gizzard, smooth muscle,
smooth muscle myosin, smooth muscle my-
osin light chain kinase, Numata, Katoh, Ya-
zawa, 437

tendamistat, a-amylase inhibitory activity, cir-
cular dichroism, cyclic and linear peptides,
protease resistance, Ono, Umezaki, Tbjo,
Hashimoto, Taniyama, Kaneko, Fujii, Mori-
ta, Shimasaki, Yamazaki, Yoshimura, Koto,
783

testis, Caenorhabditis elegans, granulosa cells,
midkine, Prp8, splicing factor, Thkahashi,
Muramatsu, Takagi, Fujisawa, Miyake,
Muramatsu, 599

tebracycline, drug resistance, epitope, exporter,
monoclonal antibody, Nada, Murakami,
Okamoto, Kubo, Yamaguchi, 87

tetraprotomer, Na/K-ATPase, oligomer, P-type
ATPase, Post-Albers scheme, TanJguchi,
Kayo, Abe, Mdrdh, 335

thermal unfolding, disulfide bonds, protein
cross-linking, protein disulfideisomerase,
oxidative refolding, Gao, Mehta, 179

thermodynamics, cold adaptation mecha-
nism, 3-isopropylmalate dehydrogenase,
structure—function relationship, thermo-
philic enzyme, Yasugi, Amino, Suzuki,
Oshima, Yamagishi, 477

thermolysin, inhibitor, matrilysin, matrix met-
alloproteinase, thiorphan, Oneda, Inouye,
429

thermophilic bacterium PS-3, inorganic pyro-
phosphatase, polymerase chain reaction, re-
combinant enzyme, thermostability, Vfada,
Uchiumi, Ichiba, Hachimori, 955

thermophilic enzyme, cold adaptation mecha-
nism, 3-isopropylmalate dehydrogenase,
structure-function relationship, thermody-
namics, Yasugi, Amino, Suzuki, Oshima,
Yamagishi, 477

thermostability, a-amylase, Bacillus stearo-
thermophilus, Cas*-binding, crystal struc-
ture, Suvd, Fujimoto, Takase, Matsumura,
Mizuno, 461

—, inorganic pyrophosphatase, polymerase
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chain reaction, recombinant enzyme, ther-
mophilic bacterium PS-3, Wada, Uchiumi,
Ichiba, Hachimori, 955

thermostable enzyme, amino acid sequence,
DNA sequencing, molecular cloning, mono-
acylglycerol lipase, Kitaura, Suzuki, Ima-
mura,397

thiamine, diabetic complications, hyperglycae-
mia, methylglyaxal, triosephosphates, Thor-
nalley, Jahan, Ng, 543

thiolation domain, myxothiazol, 4'-phospho-
pantetheinyl transferase, Sorangium cellu-
losum, StigmateUa aurantiaca, Gaitatzis,
Hans, Muiler, Beyer, 119

thioredoxin, redox regulation, selenocysteine,
site-directed mutagenesis, thioredoxin re-
ductase, Fujiwara, Fujii, Fujii, Taniguchi,
803

thioredoxin reductase, redox regulation, sele-
nocysteine, site-directed mutagenesis, thio-
redoxin, Fujiwara, Fujii, Fujii, Taniguchi,
803

tiiiorphan, inhibitor, matrilysin, matrix metal-
loproteinase, thermolysin, Oneda, Inouye,
429

TME-EA4, ATPase, Bombyx mori, glycoprc-
tein, timer protein, Thai, Kamada, Ochiai,
Isobe, Suwan, Kai, 221

timer protein, ATPase, Bombyx mori, glyco-
protein, TIME-EA4, Thru, Kamada, Ochiai,
Isobe, Suwan, Kai, 221

Tip60, CD4, celltype, HIV-1 Tat, transcrip-
tional regulation, Hlubek, Lbhberg, Meiler,
Jung, Kirchner, Brabletz, 635

tissue remodeling, cathepsin B, insect, RNA-
binding protein, translational regulation,
Nishikawa, Kobayashi, Natori, 485

transcription, chromatin, neuronal develop-
ment, RNA polymerase II, SPT, Yamaguchi,
Nariia, Inukai, Wada, Honda, 185

transcription factor, basic-leucine zipper (b-
Zip), large Mais, Maf recognition elements
(MARE), somite, Kajihara, Kawauchi, Ko-
bayashi, Ogino, Takahashi, Yasuda, 139

transcription regulation, chromatin structure,
DT40 cells, histones, histone-modifying en-
zymes, Nakayama, Takami, 491

transcriptional regulation, CD4, celltype, HIV-
1 Tat, Tip60, Hlubek, Lbhberg, Meiler, Jung,
Kirchner, Brabletz, 635

transcriptional regulator, bacterial signal
transduction, DNA-binding domain, OmpR-
family of proteins, two-component system,
Itou, Tanaka, 343

transgenic animal, codon usage, DAF, Miya-
gawa, Yamada, Matsunami, Korexawa,
Ikawa, Okabe, Shirakum, 795

transgiutaminase, apoptosis, chemotactic fac-
tor, isopeptide bond, monocytes, S19 ribo-
somal protein, Nishimura, Horino, Nishi-

ura, Shibuya, Hiraoka, Thnase, Yamamoto,
445

translation effiaenty, codon and base biases,
Escherichia coli, 16S rRNA, second codon,
Sato, Terabe, Watanabe, Gojobori, Hori-
Takemoto, Miura, 851

translational regulation, cathepsin B, insect,
RNA-binding protein, tissue remodeling,
Nishikawa, Kobayashi, Natori, 485

transposon, hemolysin, lantibiotic, streptin,
streptolysin S, Karaya, Shimizu, Tbketo,
769

triacylglycerol biosynthesis, fluorescent lipids,
lipid bodies, lipid transport, oleaginous
fungi, Kamisaka, Noda, 19

trinuclear Cu center, dioxygen reduction, lac-
case, multicopper oxidase, Zoppellaro,
Sakurai, Huang, 949

triosephosphates, diabetic complications, hy-
perglycaemia, methylglvoxal, thiamine,
Thornalley, Jahan, Ng, 543

triple-helix, ascorbic acid, ascorbic acid 2-
phosphate, type IV collagen, Yoshikawa,
Takahashi, Imamura, Sado, Hayashi, 929

tRNA-guanine transglycosylase, expression,
leukemia, queuosine, Ishiwata, Katayama,
Shindo, Ozawa, Itoh, Mizugaki, 13

trypsin, binding diversity, crystal structure,
noncovalent inhibitor, Tbmoo, Satoh, Tsuda,
Wanaka, Okamoto, Hijikata-Okunomiya,
Okada, lshida, 455

tryptophanyl-tRNA synthetase, delayed-type
hypersensitivity, differential display analy-
sis, guinea pig, skin, Yang, Nakada-Tsukui,
Ohtani, Goto, Yoshimura, Kobayashi, Wata-
nabe, 561

tubulin, caveolae, neuron, signaling, stathmin,
Maekawa, Morii, Kumanogoh, Sano, Naru-
se, Sokawa, Mori, 691

two-component system, bacterial signal trans-
duction, DNA-binding domain, OmpR-fam-
ily of proteins, transcriptional regulator,
Itou, Tanaka, 343

two-dimensional map, high performance liq-
uid chromatography, AMinked oligosaccha-
ride, non-small cell lung cancer, serum,
Otake, Fujimoto, Tanaka, Nakagawa, Ikeda,
Menon, Hose, Wada, Ikenaka, 537

type IV collagen, ascorbic acid, ascorbic acid 2-
phosphate, triple-helix, Yoshikawa, Taka-
hashi, Imamura, Sado, Hayashi, 929

U

urine, adenovirus expression system, G pro-
teins, mammalian pheromone receptor,
vomeronasal organ, Hagino-Yamagishi,
Matsuoka, Ichikawa, Wakabayashi, Mori,
Yazaki, 509

vacuole, mitochondria! phosphatetransporter,

paralog, pseudogene, yeast, Takabatake,
Siddique, Kouchi, Izui, Hata, 827

variable region, alkaline pbosphatase, anti-
body, nitrocellulose membrane, phage dis-
play library, selection efficiency, Nakamura,
Watanabe, Nishimiya, Tsumoto, Ishimura,
Kumagai,209

vascularization, bone morphogenetic protein,
bioglass, carrier-geometry, osteogenesis,
Mahmood, Takita, Ojima, Kobayashi, Koh-
go, Kuboki, 163

virulence, asparagine-linked oligosaccharides,
endc-p-Af-acetylglucosaminidase, endoglyco-
sidase, Streptococcus pneumoniae, Mura-
matsu, Tachikui, Ushida, Song, Qiu, Yama-
moto, Muramatsu, 923

vomeronasal organ, adenovirus expression
system, G proteins, mammalian pheromone
receptor, urine, Hagino-Yamagishi, Matsu-
oka, Ichikawa, Wakabayashi, Mori, Yazaki,
509

W

Werner's syndrome, Blooms syndrome, DNA
topoisomerase HI, RecQ helicase, Sgsl,
Enomoto, 501

Western blot, 14-3-3 protein, epidermis, fatty
acid-binding protein, immunological cross-
reaction, Odani, Nakamura, Sato, Fujii,
213

wound healing, collagen-binding, epidermal
growth factor, fibronectin, fusion protein,
Ishikawa, Tkrai, Kitajima, 627

X

X-ray diffraction, cholesterol, DSC, fluores-
cence, interdigitation, 16:0LPC/DPPC, Lu,
Hao, Chen, 891

Xenopus laevis, pepsinogen, phytogeny, purifi-
cation, stomach, Ikuzawa, lnokuchi, Koba-
yashi, Yasumasu, 147

—, calcium/calmodulin-dependent protein ki-
nase H, CDK1, isoforms, maturation, Ste-
vens, Rondelez, Merieuede, Goris, 551

Xenopus laevis oocytes, binding protein, over-
lay assay, protein Sei/Thr phosphorylation,
serine protease inhibitor (serpin), Goto,
Muto, Sugimoto, Ikawa-KUayama, Igarashi,
Ito, Hashimoto, 229

yeast, mitochondrial phosphatetransporter,
paralog, pseudogene, vacuole, Takabatake,
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